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Timeline

Where we are

• 205 blood and tumor tissue samples from SRB
• 103 blood and tumor tissue samples from RO

96 samples analyzed by NGS
121 samples analyzed by Cytek 

Northern Lights spectral flowcytometer

1 peptide synthesized - FAP

Demo version of 
the Expert 
System Software



Protein synthesis

Liberty Blue 2.0 
Automated Microwave 
Peptide Synthesizer 



Protein synthesis

FAP_SLP_CrossCare
22.04.2026

FAP: Fibroblast activation protein
MHC class I: HLA A*02:01
MHC class II: strong for DRB1*01:01; very strong for 
DRB1*10:01; weak but still decent for DRB1*04:03

PDRQFVYLESDYSKL-LLSVGG-GLSGLSTNHL
(15 different AA)



Cell analysis – flowcytometry
PBMCs / Peripheral blood



Tumor tissue analysis – Next generation Sequencing (NGS)

DNA purification DNA quantification 8 sample libraries 
preparation



Library preparation / templating
Ion Chef

Sequencing 
reagents

530 sequencing 
chips

Sequencing
Ion GeneStudio S5

Tumor tissue analysis – Next generation Sequencing (NGS)



Tumor tissue analysis – Next generation Sequencing (NGS)



Tumor tissue analysis – Next generation Sequencing (NGS)



Tumor tissue analysis – IonReporter



Tumor tissue analysis – IonReporter

Generation of .xlsx file which is uploaded into Expert System Software v2 



Integrated analysis – Expert System Software v2
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Tumor tissue analysis – IonReporter
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Conclusions and Next steps 

Integration of complex oncologic data improves precision medicine approaches
Expert System Software v2 demonstrates that the integration of NGS data, immune profile, and circulating tumor biomarkers 
into a single AI-based platform can support a more comprehensive characterization of oncologic patients and facilitate 
personalized therapeutic decisions.

Artificial intelligence can accelerate translational oncology
By automatically correlating molecular findings with scientific literature, clinical databases, and international treatment 
guidelines, the platform significantly reduces the time required for data interpretation and supports faster translation of 
research discoveries into clinical practice.

Multidisciplinary decision-making benefits from digital clinical support systems
The software provides clinicians and tumor boards with structured, evidence-based information derived from NCCN, ESMO, 
FDA, EMA, ClinVar, and ongoing clinical trials, thus improving access to updated oncologic knowledge and supporting 
standardized clinical decision-making.



Conclusions and Next steps 

AI-assisted platforms may contribute to more personalized and adaptive cancer treatment
The integration of molecular and immunological patient profiles allows the identification of actionable mutations, predictive 
biomarkers, and potential targeted or immunotherapeutic strategies, supporting the transition from conventional oncology 
toward precision and personalized medicine.

Cross-border collaborative digital infrastructures represent an important direction for future oncology care
The development of Expert System Software v2 within the CrossCare project highlights the importance of international 
collaboration in digital health, AI-assisted diagnostics, and interoperable oncologic platforms, with the potential to improve 
patient access to advanced diagnostic and therapeutic strategies across regions.

Next steps include the sequencing and integrative analysis of additional tumor samples, alongside the continuous 
optimization of Expert System Software v2 for faster data processing and dynamic updating of oncologic knowledge 
databases.



Thank you!
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