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N 15 AA

MHC class Il restricted epitopes

FAP: Fibroblast activation protein

LLSVGG
Linker

MHC class I: HLA A*02:01

MHC class Il: strong for DRB1*01:01; very strong for
DRB1*10:01; weak but still decent for DRB1*04:03

PDRQFVYLESDYSKL-LLSVGG-GLSGLSTNHL

(15 different AA)

MHC class | restricted epitopes

Display Report

Analysis Info
Analysis Name  D:\Data\2026\2026-4-28\PEPTIDE FAP 3366 2.d

Method

Sample Name  PEPTID FAP TEST
Comment

12-9-25_ MS.M

TEST 3366

Acquisition Date 4/28/2026 10:58:55 AM

Operator
Instrument

admin

amaZon SL

Acquisition Parameter

lon Source Type ESI

Mass Range Mode UltraScan
Accumulation Time 300 ps
SPS Target Mass 1000 m/z

lon Polarity Positive
Scan Begin 300 m/z
RF Level 100 %
Averages 5 Spectra
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PBMCs / Peripheral blood

ACQUISITION experiment
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Tumor tissue analysis — Next generation Sequencing (NGS)
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Tumor tissue analysis — Next generation Sequencing (NGS)

S5 Torrent Server VM

Completed Runs & Reports P 5 Data Mar

Completed Runs & Reports

Run Name

user ONCOGEN2-57-NGS 30.04.2026 Chip 2

user ONCOGEN2-56-NGS 30.04.2026 Chip 1

user ONCOGEN2-55-Chip 2 NGS 15.04.2026

user ONCOGEN2-54-Chip 1 NGS 15.04.2026

user ONCOGEN2-53-NGS 01.04.2026 Chip 2

user ONCOGEN2-52-NGS 01.04.2026 Chip 1

user ONCOGEN2-51-Chip 2 NGS 24.03.2026

user ONCOGEN2-50-Chip 1 NGS 24.03.2026

Data

Status: All - Project: All
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Status
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Completed

Completed

Completed

Completed

Completed
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Completed

Chip

530

530

530

530

530

530

530
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Clear All

Report Name

Auto_user ONCOGEN2-57-NGS_30.04.2026_Chip_2_255 ~
Auto_user_ONCOGEN2-56-NGS_30.04.2026_Chip_1_254 ~
Auto_user ONCOGEN2-55-Chip_2_NGS_15.04.2026_253 ~
Auto_user ONCOGEN2-54-Chip_1_NGS_15.04.2026_252 ~
Auto_user ONCOGEN2-53-NGS_01.04.2026_Chip_2_251 ~
Auto_user_ONCOGEN2-52-NGS_01.04.2026_Chip_1_250 +
Auto_user ONCOGEN2-51-Chip_2_NGS_24.03.2026_249 ~

Auto_user_ONCOGEN2-50-Chip_1_NGS5_24.03.2026_248 ~
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Completed Runs & Reports Projects

Reports : Auto_user ONCOGEN2-57-NGS_30.04.2026_Chip_2_255

Upload to IR « Plugins « Report Actions ~ Download PDF ~
§
o Summary
Unaligned Reads
Aligned Reads Run Name Run Date Projects
Output Files user ONCOGEN2-57-NG$ 30.04.2026 Chip 2 Apr 30 2026
Plugins Report Name Report Date Notes
Auto_user_ONCOGEN2-57-NG$S_30.04.2026_Chip_2_255 May 1 2026
coverageAnalysis
lonReporterUploader
Details Unaligned Reads
1.59 G 12,694,307 125 bp 129 bp
e @ e = A Mode
94 % 36 % Read Length
"'ll ISP Loaduing " Usable Seq‘:]ence g
ISP Density Chip well details

94%  [EERUERLH] 6%
Loading Empty Wells
100% [EEELERED 0%

Enrichment No Template

15,743,2

44% 56%

Clonal Polyclonal

1
0% Test Fragments
81%

12,694,30 0% Adapter Dimer T 1 0RO 10 S50 NG ST
¥ 3 Read Length
Final Library 19% Low Quality [} [}
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Overview Launch My Varianis
@ Analyses
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O v & E  anaysis Sample Version

[m} + ZM_10_v1_c7326_2026-05-04-01-19-15 ZM_10_v1 520
036

(m} +* KS_11_v1_c7288_2026-05-04-01-19-15 KS_11_v1 520
936

[m] -+ PV_13_v1_c7250_2026-05-04-01-19-15 PV_13_v1 520
936

o + SR_14_v1_c7212_2026-05-04-01-19-15 SR_14_v1 520
-936

[m} P MP_16_v1_c7174_2026-05-04-01-19-1 MP_16_v1 5.20
5-936

o 4 DV.20 v c7118 2026-05-04-01-19-15 DV_20_v1 520
-936

[m} + MM_21_v1_c7098_2026-05-04-01-19-1 MM_21_v1 520
5936

[m} +* DS_25_v1_c7060_2026-05-04-01-19-15 DS_25_v1 520
936

[m) - IM_30_v1_c7022_2026-05-04-01-19-15- IM_30_v1 520
936

O i AE_37_v1_c6984_2026-05-04-01-19-15 AE_37_v1 520
-936

[m] + SJ_45_v1_c6946_2026-05-04-01-19-15 SJ_45_v1 5.20
-936

m] 4 SG .50 v1 c6908 2026-05-04-01-19-15 SG_50_v1 520
-936

o 4  PG_53_v1_c6150_2026-05-04-01-19-15 PG_53_v1 520
-936

a + RR_57_v1_c6112_2026-05-04-01-19-15 RR_57_v1 520
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Reference  Stage Project Workflow Launched On v
ng19 Interpretation B AmpliSeq CHPv2 singlesa  May 042026
Assignment mple 01:21 AM
ng19 Interpretation @ AmpliSeq CHPv2 singlesa  May 042026
Assignment mple 01:21 AM
ng19 Interpretation 3 AmpliSeq CHPV2 single sa  May 04 2026
Assignment mple 01:21 AM
ng1g Interpretation @ AmpiiSeq GHPv2 single sa  May 04 2026
Assignment mple 0121 AM
hg19 Interpretation @ AmpiiSeq CHPv2 single sa  May 042026
Assignment mple 0121 AM
hg19 Interpretation & AmpiSeq CHPv2 single sa  May 042026
Assignment mple 01:20AM
ng19 Interpretation B AmpiSeq CHPv2 single sa  May 042026
Assignment mple 01:20AM
ng19 Interpretation B AmpiSeq CHPv2 single sa  May 042026
Assignment mple 01:20AM
ng19 Interpretation 3 AmpiiSeq CHPV2 single sa  May 04 2026
Assignment mple 01:20AM
ng19 Interpretation @ AmpliSeq CHPv2 single sa  May 042026
Assignment mple 01:20AM
ng19 Interpretation @ Ampliseq CHPv2 single sa  May 04 2026
Assignment mple 01:20AM
hg19 Interpretation B AmpliSeq CHPv2 single sa  May 042026
Assignment mple 01:20AM
ng19 Variant B AmpiSeq CHPv2 single sa  May 042026
Review mple 01:20AM
ng19 Variant B AmpiSeq CHPv2 single sa  May 042026
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Insert  Page Layout  Formulas Data  Review &t Share A
< Cut - = — 11 AutoS: v
L]j/ o & cu Calibri (Body) ~ 11+ A= A~ = | =B > S7o Wrap Text General v [E o 7w Bad Good Neutral v Ex o \Il o o2 B A?v
™ copy * T Z 4 > [¢] Fill v z
Paste B|TI|U|~ v v v = | = | = || 6= | 0= || Merge & Center ~ v % Y €5 % Conditional Format Explanatory T... |Input Linked Cell Note Insert  Delete  Format Sort &
<7 Format = = $ 00 uch0 Formatting as Table 0 Clear » Filter
® office Update To keep up-to-date with security updates, fixes, and improvements, choose Check for Updates. Check for Updates
K1658 fx v
A B C D Ei F G H | J K L M N (o] w X \/ zZ AB AC AD AE AF AG AH
1 #irefer{ ¥ p=hg19 |-T| [~] [v] [~] [v] [~] [~] [~] v v [~] [v] [~] [~] [v] [~] [v] [v] [v] [~] [v] [~] [v] [~] [v] [~] [v]
271 chr4:18078 SNV G 1A/A PASS 0 337357 1997 G=3,A=199. G=0.0015,A 99.85 0.044 ACA 14 p.Thr651= ¢.1953G>A A GMAF=0.04 0.7 Benign 7410552 rs7688609
278 chr4:55141 SNV AGCCCAGA 1 AGCCCGGA PASS 0 38873.8 1969 AGCCCAGA AGCCCAGA A=0.00,AG( 0.042 1,1 PDGFRA cce 12 p.Pro567= ¢.1701A>G G rs172363523
377 chr4:55980, SNV C 1¢/T PASS 0 9193.08 1996 C=1111,T=€ C=0.5566,T: 44.34 0.456 KDR p.? €.798+54G>A T 0 8870412 rs7692791
484 | chr5:11217. SNV CGG 1 CAG/CAG PASS 0 39392.6 1989 CGG=4,C=0 CGG=0.002 C=0.00,CAG 0.335 2,2,2 ACA 16 p.Thr1493= c.4479G>A A GMAF=1.0E-4:AMAF=2.0E-4:EMAF=0.0 19625:5981rs41115:rs15
498 | chr5:14943. MNV TG 2 TG/GA PASS 0 7895.14 1996 TG=1195,G TG=0.5987, 40.13 0.204:0.202 | 122 p.?|p.? c.*1841TG: | GA|GA GMAF=0.4808:AMAF=0.3774:EMAF Uncertain significance rs38669350S
579 chr7:55249 SNV G 1A/A PASS 0 33666.8 1998 G=6,A=199. G=0.003,A= 99.7 0.433 CAA 20 p.GIn787= c.2361G>A A GMAF=0.4¢ 0.95 Benign 1451600 rs156279071
798 chr9:13939! INDEL GCAC 3 GCAC/G  PASS 0.086748  10.6174 1939 GCAC=1914 GCAC=0.98 1.29 26 p.Vall578d c.4732_4734delGTG G GMAF=0.0149:AMAF=0.0164:EMAF=0.0142  7351018:7( rs761020817
813 chr10:4361 SNV G 1G/T PASS 0 114222 1996 G=973,T=1(G=0.4875,T 51.25 0.287 cT 13 p.Leu769= ¢.2307G>T T GMAF=0.1¢ 0.79 Benign 4418405 rs1800861
816 chr10:4361 SNV C 1¢/G PASS 0 112498 1999 C=989,G=1(C=0.4947,G 50.53 0.172 TCG 15 p.Ser904= ¢.2712C>G G GMAF=0.1¢ 0.27 Benign 3751779 rs1800863
1049 chr13:2861(SNV A 1A/G PASS 0 131975 1999 A=877,G=1 A=0.4387,G 56.13 0.437 p.? ¢.1310-3T>C G GMAF=0.3¢ 0.02 Benign 3999060 rs2491231
1173 chr17:7577 SNV AGG 1 AGG/AGT PASS 0 6644.04 1988 AGG=1396, AGG=0.702 AG=0.00,AGT=29.78 2,2 ACT 8 p.Pro278Th c.832C>A 0 0.999 38T 031 Likely pathc 43587:4544 rs17849781:
1211 chr17:7577.SNV TGATGGTG 1 TGATGGTG PASS 0  6609.31 1981 TGATGGTG TGATGGTG AGATGGTGAG=0.00,C€1,1,1,1 ATT 7 p.lle254=  c.762C>T A 0.92:0.89 Likely benig 46339:6941 5121912653
1561 chr17:7579: SNV G 1G/C PASS 0 37029.7 2000 G=78,C=19.G=0.039,C= C=96.00,T=! 0.457 6,6 CGC 4 p.Pro72Arg c.215C>G 0.11 0.083 103 C GMAF=0.370.36:0.22 Benign 45985:693€ rs730882014
1585 chr18:4858/ SNV C 1¢/T PASS 0 13562.9 1995 C=853,T=11C=0.4276,T: 57.24 0.039 _( p.? €.955+58C>T T GMAF=0.055:AMAF=0.0137:EMAF= Benign 757229084
1652
1653

Generation of .xlsx file which is uploaded into Expert System Software v2
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Analyses Dashboard

Manage your oncology analysis sessions

Total Analyses Completed In Progress This Month
anal + New Analysis
PATIENT CODE CANCER TYPE STATUS KEY MUTATIONS CORRELATIONS CREATED ACTIONS

SM_40 Sarcoma Error 0 5/18/2026
DV_20 Colorectal Cancer Completed KRAS p.Gly13Asp  TP53 p.Arg273Leu 2 1 5/12/2026
DS_25 Colorectal Cancer Completed TP53 p.Arg248Gin 13 5/12/2026
AN_59 Melanoma Completed SMO p.Trp535Leu  TP53 p.Pro72Arg  +7 9 5/12/2026
AE_37 Melanoma Completed TP53 p.Pro278Leu 9 5/12/2026
GV_38 Lymphoma Error 0 4/20/2026
GC62 Breast Cancer Completed PIK3CA p.Thr1025lle ~ ATM p.GIn355Ter  + 41 4/15/2026
DV_29 Bladder Cancer Completed FGFR3 p.Tyr373Cys  PIK3CA p.Glu542Lys 10 4/14/2026
RD_28 Bladder Cancer Completed PIK3CA p.Glu545Lys  TP53 p.Arg196Gin 10 4/14/2026
SP_26 Bladder Cancer Completed FGFR3 p.Thr651=  KIT p.Met541Leu +6 8 4/14/2026

2: -



‘Safari File Edit View History Bookmarks Window Help (= ) A 2 F Q & WedMay20 12:45PM

eoe M+« < > =} polite-desert-079f9a10f.2.azurestaticapps.net 2 N¢) ®  + g = M R h © O
Mi Inbox - florinabojin@umft.ro - UMFT Mail 0 i ical roles of and in cancer |... Q Proteomics analysis of serum extracellular vesicle identifies UCHL1 a... @ Nobel Prizes in Immunology {%< Oncogen CROSSCARE ~  Date Modified Size Kind
. Apr 14, 2026 at 2:25 PM 437 KB Microso...k (.xls
\ﬁr/ OncoGen Dr. Florina Bojin + Apr 14, 2026 at 2:26 PM 437KB  Microso..k (xl
sl Apr 14, 2026 at 2:27 PM 437KB  Microso..k (Xl
Apr 14, 2026 at 2:24 PM 442 KB Microso...k (.xls
Apr 14, 2026 at 2:22 PM 438KB  Microso..k (.
Apr 14, 2026 at 2:19 PM 446 KB Mi .k (3
Analyses Dashboard e : Leigeonkl
Apr 14, 2026 at 2:28 PM 436 KB Microso...k (.
Manage your oncology analysis sessions Apr 14, 2026 at 2:29 PM 438KB  Microso...k (.xl:
Total Analyses Completed In Progress This Month
Search analyses + New Analysis
PATIENT CODE CANCER TYPE STATUS KEY MUTATIONS CORRELATIONS CREATED ACTIONS e 35 = @ 2 me M QO O
~  Date Modified S Kind
Sercoma 0 snopozs ()
May 5, 2026 at 4:27 PM 1.4MB JPEG image
DV_20 Colorectal Cancer Completed KRAS p.Gly13Asp  TP53 p.Arg273Leu  +2 gl 5/12/2026 MEYi0,202066t4 27 R M SBA KB, EORDoCHTON
May 5, 2026 at 11:58 AM 1.5 MB JPEG image
May 5, 2026 at 11:58 AM 277 KB PDF Document
DS_25 Colorectal Cancer Completed TP53 p.Arg248Gin 13 5/12/2026 May 5, 2026 at 1:33 PM 1.4MB JPEG image
May 5, 2026 at 1:34 PM 271KB PDF Document
AN_59 Melanoma Completed SMO p.Trp535Leu  TP53 p.Pro72Arg  +7 9 5/12/2026 LN AL LE{MEgEIRECTimage
May 5, 2026 at 2:35 PM 270 KB PDF Document
May 5, 2026 at 1:36 PM 1.5 MB JPEG image
AE_37 Melanoma Completed TP53 p.Pro278Leu 9 5/12/2026 May 5, 2026 at 1:36 PM 265 KB PDF Document
May 5, 2026 at 2:31 PM 1.4 MB JPEG image
L} May 5, 2026 at 2:31 PM 259 KB PDF Document
GV_38 Lymphoma Error ] 4/20/2026 Y
May 5, 2026 at 1:34 PM 1.4 MB JPEG image
- May 5, 2026 at 1:35 PM 268 KB PDF Document
GC62 Breast Cancer Completed PIK3CA p.Thr1025lle ~ ATM p.GIn355Ter  +4 41 4/15/2026 May 5, 2026 at 1:42 PM 1.5MB JPEG image
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\ / 0 G ® OncoGen — Centre for Gene and Cellular Therapies in the Treatment of Cancer
1( nco e n Str. Lidia nr. 48, 300210 Timisoara, Romania

Excellence Research Center Tel: +40 256 490 685 | oncogen@umft.ro | www.oncogen.rc

Patient: DM_19 Cancer Type: Bladder Cancer Report Date: April 14, 2026

Immune Markers
[ NK cells (Lymphocytes): Normal ] [ B cells (Lymphocytes): Low ] [ CD3 (Lymphocytes): High ] [ CD4 (CD3): Normal ]

CD8 (CD3): Normal

Relevant Biomarker Summary

Variants classified as Tier I (Strong Clinical Significance) or Tier Il (Potential Clinical Significance) per AMP/ASCO/CAP 2017.

Therapy Name = NCCN/ESMO guideline evidence Therapy Name = no guideline evidence yet

GENE / ALTERATION TIER THIS CANCER TYPE OTHER CANCER TYPES

TP53 - P278T Bcg Radiotherapy
Chemoradiotherapy Venetoclax + Zanubrutinib
Cisplatin
Cisplatin + Doxorubicin
Doxorubicin
Doxorubicin + Epigallocatechin Gallate
Folfiri

Gemcitabine

Immune Checkpoint Inhibitors
Methotrexate

Mitomycin C

P53-Targeted Gene Therapy

Variant Details (1)

1 variants (Tier I-lll) ranked by AMP/ASCO/CAP 2017.

GENE / ALTERATION  CODING Locus VAF FUNCTION TIER
TP53 - P278T c.832C>A chr17:7577104 - missense

8 Tier IV variants (benign/synonymous) not shown.

Treatment Plan

Patient Summary

This patient has bladder cancer with a likely loss-of-function TP53 p.P278T mutation and several additional variants of
unknown significance (FLT3, KDR, CSF1R, SMAD4, HMGXB3) without actionable evidence in the provided dataset. The only
disease-relevant predictive signal is TP53-associated support for immune checkpoint inhibitor use in bladder cancer, while
the listed TP53 guideline items are for other diseases or germline TP53 contexts and are not directly applicable here.

Associated Therapies

#1 Immune Checkpoint Inhibitors

about:srcdoc I Page 10of 7
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Patient: DM_19 Cancer Type: Bladder Cancer Report Date: April 14, 2026

Integrated analysis —
Expert System
Software v2

Patient Summary

Total Variants Analyzed 9
Actionable Findings 1
Key Mutations TP53 (p.Pro278Thr)

NK cells (Lymphocytes): normal, B cells (Lymphocytes): low, CD3

Immune:Markers (Lymphocytes): high, CD4 (CD3): normal, CD8 (CD3): normal

Genomic Analysis & Associated Therapies

Your tumour sample was analysed for genetic changes. For each relevant gene below, we list the associated therapies
— both for your specific cancer type and for other cancers where the same gene is targeted. All treatment decisions
should be made by your oncology team.

@ Indicated for this cancer type Indicated for other cancer types
TP53 [ Potential clinical significance ]
TDR2 D278T ic a likalv Ince-nf_fiinrtinn miccanca altaratinn in a Himar ciinnracenr nana that ic frannantly

https://polite-desert-079f9a10f.2.azurestaticapps.net/session/217/report/external I Page 10of 3
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1 #trefere v i=hg19 [~] [] [~] [] [+] [+] [+] [+] [+] [+] [+] [+] [] [+] [+] [+] v [+] [+] [+] [~] [~] [] [] [+] [+]
271 chr4:18078 SNV G 1A/A PASS 0 33850 1998 G=2,A=199(G=0.001,A= 99.9 0.044 1 NM_00014 FGFR3:exonic:N gynonymous ACA 14 p.Thr651= c.1953G>A A GMAF=0.04 0.7
278 |chr4:55141 SNV AGCCCAGA 1 AGCCCGGA PASS 0 39028.6 1966 AGCCCAGA AGCCCAGA A=0.00,AG( 0.042 1,1 M_00620 PDGFRA:exonigl synonymous CCG 12 p.Pro567= c.1701A>G G
283 |chr4:55152 SNV C 1¢/T PASS 0 12098 1998 C=1094,T=8 C=0.5475,T: 45.25 0.24 2 M_00620 PDGFRA:exonfc: synonymous GTT 18 p.Val824= c.2472C>T T GMAF=0.19 0.88
376 chr4:55972 SNV T 1T/A PASS 0 135947 1992 T=850,A=11T=0.4267 A 57.33 0.212 2 M_00225. KDR:exonic:)fM_missense AT 11 p.GIn472Hi: c.1416A>T 0.08 0.003 24 A GMAF=0.1% 0.07
378 chr4:55980 SNV C 1¢/T PASS 0 6949.14 1637 C=948,T1=68C=0.5791,T: 42.09 0.456 1 _00225. KDR:intronig:N\ unknown p.? €.798+54G>A T 0
457 chr5:11217 SNV TC 1 TC/AC PASS 0 12048.2 1773 TC=902,AC-TC=0.5087, AC=49.13,T 0.006 1,2 _00003: APC:exonicfNM_synonymous A 16 p.Pro1442-c.4326T>A A GMAF=0.01 0.75
485 chr5:11217 SNV CGG 1 CAG/CAG PASS 0 39750 1993 CGG=0,C=0,CGG=0.0,C=C=0.00,CAC 0.335 2,2,2 _00003: APC:exoni¢gNM_synonymous 16 p.Thr1493=c.4479G>A A GMAF=1.0E-4:AMAF=2.0E-4:EN
499  chr5:14943 MNV TG 2 GA/GA PASS 0 286913 1705 TG=3,GA=1'TG=0.0018, 99.82 0.204:0.20: 1 _01498 HMGXB3:dpbwn: unknown |unknown | |22 p.?|p.? c.*1841TG> | | GA|GA GMAF=0.4808:AMAF=0.3774E
580 |chr7:55249 SNV G 1 G/A PASS 0 109123 1999 G=1003,A=!G=0.5018,A 49.82 0.433 1 _00522: EGFR:exon|c:NN synonymous CAA 20 p.GIn787= ¢.2361G>A A GMAF=0.45 0.95
814 |chr10:4361 SNV G 1T/T PASS 0 33785 1995 G=1,T=1994G=5.0E-4,T= 99.95 0.287 1 |_synonymous q 13 p.Leu769= ¢.2307G>T T GMAF=0.19 0.79
817 chr10:4361SNV C 1c¢/G6 PASS 0 13146.1 1996 C=878,G=1:C=0.4399,G 56.01 0.172 2 _02097. RET:exonic:NM_ synonymous G 15 p.Ser904= ¢.2712C>G G GMAF=0.1€ 0.27
945 chr11:5342 SNV A 1A/G PASS 0 8897.43 1394 A=742,G=6!A=0.5323,C 46.77 0.297 4 _001131HRAS:exonik:NN synonymous IAC 2 p.His27=  c81T>C G GMAF=0.35 0.07
050 chr13:2861 SNV A 1 G/G PASS 0 33885.2 2000 A=2,G=199:{A=0.001,G= 99.9 0.437 1 _00411! FLT3:introni¢NM unknown p.? ¢.1310-3T>C G GMAF=0.38 0.02
220 chr17:7577 SNV GATGGGCC 1 GATGGGCC PASS 0 3571.86 1967 GATGGGCC GATGGGCC G=0.00,GATGGGCCTCTC 1,2,2 [M_00054TP53:exonic:[\V missense CAG 7 p.Arg248Gl c.743G>A 0.01 1 43T 0.96:0.97
562 chr17:7579 SNV G 1 G/C PASS 0 38657.9 2000 G=32,C=19¢G=0.016,C= C=98.20,T=( 0.457 6,6 M_000541 TP53:exonic:N missense CGC 4 p.Pro72Argc.215C>G 0.11 0.083 103 C GMAF=0.370.36:0.22
580 chr18:4857 SNV G 1 G/A PASS 5.12E-06 52.9113 2000 G=1930,A='G=0.965,A= 35 1 NM_00535! SMAD4:exonic:I\nissense CAA 3 p.Argl35Gl c.404G>A 0 0.998 43 A 0.99:0.99
649 chr22:2417 SNV C 1¢/T PASS 3.38E-38 374.712 2000 C=1856,T=1C=0.928,T=( 7.2 2 INM_00307. SMARCB1:intro uMgnown |unkngfvn | p.?|p.? c1119-10C | | T|IT

65
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Excellence Research Center

Patient: DS_25 Cancer Type: Colorectal Cancer

Immune Markers

Report Date: May 12, 2026

[ B cells (Lymphocytes): Low J [

D3 (Lymphocytes): Low ] (_CD4 (CD3): Normal ] [ CD8 (CD3): Normal )

cD
[ NK cells (Lymphocytes): Normal ]

Relevant Biomarker Summary

Variants classified as Tier | (Strong Clinical Significance) or Tier Il (Potential Clinical Significance) per AMP/ASCO/CAP 2017.

Therapy Name = NCCN/ESMO guideline evidence Therapy Name

GENE / ALTERATION TIER THIS CANCER TYPE

TP53 - R248Q 5-Fluorouracil

5-Fluorouracil + Genistein

Bevacizumab

Bevacizumab + Oxaliplatin + Uft

Celecoxib
Cetuximab

Cetuximab + Oxaliplatin + Uft

Irinotecan

Mdm2-P53 Interaction Inhibitors

Nutlin-3

Olaparib

Olaparib + Ku55933
Oxaliplatin

P53 Inhibition

P53 Reactivating Compounds

= no guideline evidence yet

P53 Restoration / P53 Pathway Restoration
P53-Targeted Immunotherapy / Neoantigen T-Cell Therapy

Radiotherapy
Regorafenib

Regorafenib + Other Targeted Therapy Combinations

Rita

Variant Details (2)

OTHER CANCER TYPES

2 variants (Tier I-11l) ranked by AMP/ASCO/CAP 2017.

GENE | ALTERATION  CODING Locus
TP53 - R248Q C.743G>A chr17:75677528
SMAD4 - R135Q C.404G>A chr18:48575210

11 Tier IV variants (benign/synonymous) not shown.

Treatment Plan

VAF FUNCTION

- missense

- missense

TIER

about:srcdoc
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Conclusions and Next steps

/Integration of complex oncologic data improves precision medicine approaches A
Expert System Software v2 demonstrates that the integration of NGS data, immune profile, and circulating tumor biomarkers

into a single Al-based platform can support a more comprehensive characterization of oncologic patients and facilitate
\personalized therapeutic decisions. )

" Artificial intelligence can accelerate translational oncology N
By automatically correlating molecular findings with scientific literature, clinical databases, and international treatment

guidelines, the platform significantly reduces the time required for data interpretation and supports faster translation of
\research discoveries into clinical practice. )

Multidisciplinary decision-making benefits from digital clinical support systems
The software provides clinicians and tumor boards with structured, evidence-based information derived from NCCN, ESMO,

FDA, EMA, ClinVar, and ongoing clinical trials, thus improving access to updated oncologic knowledge and supporting
standardized clinical decision-making.
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Conclusions and Next steps

/Al-assisted platforms may contribute to more personalized and adaptive cancer treatment A
The integration of molecular and immunological patient profiles allows the identification of actionable mutations, predictive

biomarkers, and potential targeted or immunotherapeutic strategies, supporting the transition from conventional oncology
\toward precision and personalized medicine. )

/ Cross-border collaborative digital infrastructures represent an important direction for future oncology care N
The development of Expert System Software v2 within the CrossCare project highlights the importance of international
collaboration in digital health, Al-assisted diagnostics, and interoperable oncologic platforms, with the potential to improve

\patient access to advanced diagnostic and therapeutic strategies across regions. )

Next steps include the sequencing and integrative analysis of additional tumor samples, alongside the continuous
optimization of Expert System Software v2 for faster data processing and dynamic updating of oncologic knowledge

databases.
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